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e Name: B6J.129S6/SvEvTac-ltga8im?-1(cre/ERT2)Jomm\Mmnc 2024-04-10
2024-04-10

Summary: Congenic strain carrying the tm1.1(cre/ERT2)Jomm allele of the ltga8 gene on C57BL/6J background. The alelle of
interest present on chromosome 2 is on the donor background (129S6/SvEvTac). C57BL/6J was detected with diagnostic
alleles. The genome of this strain is not fully replicable because up to 0.5% of the genome is segregating for the donor
background. This strain carries a potentially active allele of cre recombinase with unknown zygosity. This GQC report is based
on the MiniMUGA G3 2024 pipeline using 2 samples genotyped in 2024.
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Genetic Background Zygosity Genome % SegEngr:t?r:gdS?\lPs
C57BL/6J Homozygous 99.5% N/A
C57BL/6J X 129S6/SvEvTac Heterozygous 0.5% 4,100
Total 100.0% 4,100

# present in # present in Total SNPs Constructs Detected
XT1549 Z\V0822 Annotated Cre

C57BL/6J 168 168 168

Substrain Detected
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https://www.mmrrc.org/catalog/sds.php?mmrrc_id=69930
https://pmc.ncbi.nlm.nih.gov/articles/PMC11457065/
https://pmc.ncbi.nlm.nih.gov/articles/PMC11457065/

